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A/J
RRID:IMSR_JAX:000646
Type: Organism

Proper Citation

RRID:IMSR_JAX:000646

Organism Information

URL: https://www.jax.org/strain/000646

Proper Citation: RRID:IMSR_JAX:000646

Description: Mus musculus with name A/J from IMSR.

Species: Mus musculus

Synonyms: A. AJ

Notes: gene symbol note: citrate synthase|bronchial hyperresponsiveness 1|cytochrome c 
oxidase subunit 7A2 like|neuregulin 3|beta-2 microglobulin|mitochondrially encoded tRNA 
arginine|NLR family; apoptosis inhibitory protein 5|MX dynamin-like GTPase 1|resistance to 
MCF virus|hemolytic complement|interleukin 3 receptor; alpha chain|microwave induced 
increase in complement receptor B cells|bronchial hyperresponsiveness 5|wingless-type 
MMTV integration site family; member 9B|dysferlin|latent transforming growth factor beta 
binding protein 4|aryl-hydrocarbon receptor|cadherin related 23 (otocadherin); inbred strain: 
Cs|Bhr1|Cox7a2l|Nrg3|B2m|mt-
Tr|Naip5|Mx1|Rmcf|Hc|Il3ra|Micrl|Bhr5|Wnt9b|Dysf|Ltbp4|Ahr|Cdh23

Affected Gene: citrate synthase|bronchial hyperresponsiveness 1|cytochrome c oxidase 
subunit 7A2 like|neuregulin 3|beta-2 microglobulin|mitochondrially encoded tRNA 
arginine|NLR family; apoptosis inhibitory protein 5|MX dynamin-like GTPase 1|resistance to 
MCF virus|hemolytic complement|interleukin 3 receptor; alpha chain|microwave induced 
increase in complement receptor B cells|bronchial hyperresponsiveness 5|wingless-type 
MMTV integration site family; member 9B|dysferlin|latent transforming growth factor beta 
binding protein 4|aryl-hydrocarbon receptor|cadherin related 23 (otocadherin)

Genomic Alteration: age related hearing loss 4|A/J|long|scaramanga|a variant|mutation 

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_154697-1/IMSR_JAX:000646/resolver
https://www.jax.org/strain/000646


1|Legionella; susceptiblility 1|myxovirus susceptibility 1|MCF sensitive|deficient|mutation 
1|non-responder|A/J|cleft lip 1|progressive muscular dystrophy|Duchenne modifier 1 
susceptible|b-2 variant|age related hearing loss 1

Catalog Number: JAX:000646

Database: International Mouse Resource Center IMSR, JAX

Database Abbreviation: IMSR

Availability: live

Alternate IDs: IMSR_JAX:646

Organism Name: A/J

Record Creation Time: 20230509T193230+0000

Record Last Update: 20250412T090206+0000

Ratings and Alerts

No rating or validation information has been found for A/J.

No alerts have been found for A/J.

Data and Source Information

Source:  Integrated Animals 

Source Database: International Mouse Resource Center IMSR, JAX

Usage and Citation Metrics

We found 33 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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feeding in mice. iScience, 25(6), 104468.
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25(9), 104995.

Won T, et al. (2022) Cardiac myosin-specific autoimmune T cells contribute to immune-
checkpoint-inhibitor-associated myocarditis. Cell reports, 41(6), 111611.



Wilde JJ, et al. (2021) Efficient embryonic homozygous gene conversion via RAD51-
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