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P{y[+t7.7]=nanos-phiC31\int.NLS}X, y[1] sc[1] v[1] 
sev[21]; P{y[+t7.7]=CaryP}attP2
RRID:BDSC_25710
Type: Organism

Proper Citation

RRID:BDSC_25710

Organism Information

URL: https://n2t.net/bdsc:25710

Proper Citation: RRID:BDSC_25710

Description: Drosophila melanogaster with name P{y[+t7.7]=nanos-phiC31\int.NLS}X, y[1] 
sc[1] v[1] sev[21]; P{y[+t7.7]=CaryP}attP2 from BDSC.

Species: Drosophila melanogaster

Notes: Donor: Transgenic RNAi Project

Affected Gene: nanos, phiC31:int, sc, sev, v, y

Genomic Alteration: Chromosome 1, Chromosome 3

Catalog Number: 25710

Database: Bloomington Drosophila Stock Center (BDSC)

Database Abbreviation: BDSC

Availability: available

Alternate IDs: BDSC:25710, BL25710

Organism Name: P{y[+t7.7]=nanos-phiC31\int.NLS}X, y[1] sc[1] v[1] sev[21]; 
P{y[+t7.7]=CaryP}attP2
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Record Creation Time: 20240911T222429+0000
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Ratings and Alerts

No rating or validation information has been found for P{y[+t7.7]=nanos-phiC31\int.NLS}X, 
y[1] sc[1] v[1] sev[21]; P{y[+t7.7]=CaryP}attP2.

No alerts have been found for P{y[+t7.7]=nanos-phiC31\int.NLS}X, y[1] sc[1] v[1] sev[21]; 
P{y[+t7.7]=CaryP}attP2.

Data and Source Information

Source:  Integrated Animals 

Source Database: Bloomington Drosophila Stock Center (BDSC)
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