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Proper Citation

DropletUtils (RRID:SCR_026136)

Resource Information

URL: https://bioconductor.org/packages/release/bioc/html/DropletUtils.html

Proper Citation: DropletUtils (RRID:SCR_026136)

Description: Software R package provides number of utility functions for handling single-cell 
(RNA-seq) data from droplet technologies such as 10X Genomics. This includes data loading 
from count matrices or molecule information files, identification of cells from empty droplets, 
removal of barcode-swapped pseudo-cells, and downsampling of the count matrix.

Resource Type: software resource, software toolkit

Keywords: handling single-cell data, RNA-seq data, 10X Genomics,

Funding:

Availability: Free, Available for download, Freely available

Resource Name: DropletUtils

Resource ID: SCR_026136

Record Creation Time: 20241206T053307+0000

Record Last Update: 20250525T033114+0000

Ratings and Alerts

No rating or validation information has been found for DropletUtils.

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_026136/resolver
https://bioconductor.org/packages/release/bioc/html/DropletUtils.html


No alerts have been found for DropletUtils.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 114 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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for the Treatment of Critical-Size Bone Defects: An In Vivo Single-Cell RNA-Sequencing 
Study. Bioengineering (Basel, Switzerland), 12(1).

Deng K, et al. (2025) ImageDoubler: image-based doublet identification in single-cell 
sequencing. Nature communications, 16(1), 21.

Ludwig MQ, et al. (2025) A Cross-Species Atlas of the Dorsal Vagal Complex Reveals 
Neural Mediators of Cagrilintide's Effects on Energy Balance. bioRxiv : the preprint server for 
biology.

Taherian Fard A, et al. (2024) Deconstructing heterogeneity of replicative senescence in 
human mesenchymal stem cells at single cell resolution. GeroScience, 46(1), 999.

Kaur A, et al. (2024) A maize semi-dwarf mutant reveals a GRAS transcription factor 
involved in brassinosteroid signaling. Plant physiology, 195(4), 3072.

Chamberlin JT, et al. (2024) Differences in molecular sampling and data processing explain 
variation among single-cell and single-nucleus RNA-seq experiments. Genome research, 
34(2), 179.
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lineage commitment. Nature communications, 15(1), 5610.
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cell studies. Genome biology, 25(1), 109.
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bioRxiv : the preprint server for biology.
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response to PD-1 blockade in Merkel cell carcinoma. Cell reports. Medicine, 5(2), 101412.

Pichol-Thievend C, et al. (2024) VC-resist glioblastoma cell state: vessel co-option as a key 
driver of chemoradiation resistance. Nature communications, 15(1), 3602.
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RSPO2/Wnt signaling in hippocampal CA3. Science advances, 10(20), eadm9326.
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RNA-sequencing. eLife, 12.
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seq analysis. bioRxiv : the preprint server for biology.

Liew LC, et al. (2024) Establishment of single-cell transcriptional states during seed 
germination. Nature plants, 10(9), 1418.
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systems. Clinical and translational medicine, 14(10), e70044.
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the aged female mouse brain. Aging cell, 23(7), e14172.
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disease. Nature communications, 15(1), 2243.
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