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Type: Tool

Proper Citation

National Cancer Institute Genomics and Pharmacology Core Facility (RRID:SCR_025664)

Resource Information

URL: https://discover.nci.nih.gov/

Proper Citation: National Cancer Institute Genomics and Pharmacology Core Facility 
(RRID:SCR_025664)

Description: Provides pharmacogenomics resource for study of cancer. Multiple tools are 
available, currently including the CellMiner family with CellMiner, CellMinerCDB (cross data-
base), CellMinerCDB: Small Cell Lung Cancer (SCLC), CellMinerCDB: National Center for 
Advancing Translational Sciences (NCATS) andCellMinerCDB: Sarcoma. These sites 
include multiple cancerous cell lines sets and data types. In addition there is CIMMiner for 
cluster image maps and MIMminer, with several scholarly molecular interaction maps.

Synonyms: Genomics and Pharmacology Facility

Resource Type: service resource, core facility, access service resource

Defining Citation: PMID:8994024

Keywords: pharmacogenomics, study of cancer, cancerous cell lines sets and data types, 
cluster image maps, molecular interaction maps,

Funding:

Resource Name: National Cancer Institute Genomics and Pharmacology Core Facility

Resource ID: SCR_025664
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Alternate IDs: ABRF_2908

Alternate URLs: https://coremarketplace.org/?FacilityID=2908&citation=1

Record Creation Time: 20240827T053245+0000

Record Last Update: 20250501T081826+0000

Ratings and Alerts

No rating or validation information has been found for National Cancer Institute Genomics 
and Pharmacology Core Facility.

No alerts have been found for National Cancer Institute Genomics and Pharmacology Core 
Facility.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 38 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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