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Proper Citation

Inference of CRISPR Edits (RRID:SCR_024508)

Resource Information

URL: https://ice.synthego.com/#/

Proper Citation: Inference of CRISPR Edits (RRID:SCR_024508)

Description: Software tool that offers analysis of CRISPR editing data. Used for inference of 
CRISPR edits from Sanger trace data.

Abbreviations: ICE

Synonyms: Synthego Inference of CRISPR Edits

Resource Type: service resource, production service resource, software resource, analysis 
service resource

Defining Citation: PMID:35119294

Keywords: analysis of CRISPR editing data, CRISPR editing analysis,

Funding:

Availability: Free, Freely available

Resource Name: Inference of CRISPR Edits

Resource ID: SCR_024508

Alternate URLs: https://github.com/synthego-open/ice#ref2

Record Creation Time: 20231002T161336+0000

Record Last Update: 20250426T061016+0000

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_024508/resolver
https://ice.synthego.com/#/
https://pubmed.ncbi.nlm.nih.gov/35119294


Ratings and Alerts

No rating or validation information has been found for Inference of CRISPR Edits.

No alerts have been found for Inference of CRISPR Edits.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 40 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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enhances precise CRISPR editing. The EMBO journal, 43(17), 3733.
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Stem cells translational medicine, 13(8), 826.

Campbell CA, et al. (2024) p65 signaling dynamics drive the developmental progression of 
hematopoietic stem and progenitor cells through cell cycle regulation. Nature 
communications, 15(1), 7787.

Naigles B, et al. (2024) Genetic Knock-Ins of Endogenous Fluorescent Tags in RAW 264.7 
Murine Macrophages Using CRISPR/Cas9 Genome Editing. Bio-protocol, 14(6), e4960.

Dhaliwal NK, et al. (2024) Protocol for the efficient and inducible generation of CRISPR-
Cas9-edited human cortical neurons from the iCas9-iNgn2 hPSCs. STAR protocols, 5(4), 
103352.

Ugur B, et al. (2024) VPS13B is localized at the interface between Golgi cisternae and is a 
functional partner of FAM177A1. The Journal of cell biology, 223(12).

Chen CY, et al. (2024) Rescue of the endogenous FVIII expression in hemophilia A mice 
using CRISPR-Cas9 mRNA LNPs. Molecular therapy. Nucleic acids, 35(4), 102383.


