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Proper Citation

GeneHancer (RRID:SCR_023953)

Resource Information

URL.: https://www.genecards.org/

Proper Citation: GeneHancer (RRID:SCR_023953)

Description: Database of human regulatory elements like enhancers and promoters, and
their inferred target genes which is embedded in GeneCards, human gene compendium.
Associations between regulatory elements and target genes were based on multiple sources
of linking molecular data, along with distance.

Resource Type: data or information resource, database

Defining Citation: PMID:28605766

Keywords: human regulatory elements, enhancers, promoters, inferred target genes,
GeneCards, human gene compendium,

Funding: LifeMap Sciences Inc. ;
Crown Human Genome Center at the Weizmann Institute of Science

Availability: Free, Freely available

Resource Name: GeneHancer

Resource ID: SCR_023953

Alternate URLSs: https://genecards.weizmann.ac.il/geneloc/index.shtml
Record Creation Time: 20230824T050210+0000

Record Last Update: 20250525T032625+0000
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Ratings and Alerts
No rating or validation information has been found for GeneHancer.

No alerts have been found for GeneHancer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1426 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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