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Type: Tool

Proper Citation

Brain heatmap (RRID:SCR_023815)

Resource Information

URL.: http://liorkirsch.github.io/brain-heatmap-web/

Proper Citation: Brain heatmap (RRID:SCR_023815)

Description: Custom Brain Heatmaps on top of the Allen Brain Atlas. Platform to generate
brain heatmaps for the human or mouse brain ontop of the Allen Brain Atlas by editing
google spreadsheet template with specific brain region and gene information.

Resource Type: portal, data or information resource, project portal
Keywords: Allen Mouse Brain Reference Atlas, Human Brain Reference Atlas,
Funding:

Availability: Free, Freely available

Resource Name: Brain heatmap

Resource ID: SCR_023815

Alternate URLSs: https://github.com/LiorKirsch/brain-heatmap-web,
https://github.com/LiorKirsch/brain-heatmap

Record Creation Time: 20230721T050220+0000

Record Last Update: 20250412T060604+0000

Ratings and Alerts



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_023815/resolver
http://liorkirsch.github.io/brain-heatmap-web/

No rating or validation information has been found for Brain heatmap.

No alerts have been found for Brain heatmap.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 32 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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Adenocarcinoma. Frontiers in pharmacology, 12, 749134.

Tan Q, et al. (2021) Endometrial cell-derived small extracellular vesicle miR-100-5p
promotes functions of trophoblast during embryo implantation. Molecular therapy. Nucleic
acids, 23, 217.

Gu F, et al. (2021) Genes Relevant to Tissue Response to Cancer Therapy Display Diurnal
Variation in mMRNA Expression in Human Oral Mucosa. Journal of circadian rhythms, 19, 8.
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