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Proper Citation

GeneScan (RRID:SCR_023400)

Resource Information

URL: https://genescan.software.informer.com

Proper Citation: GeneScan (RRID:SCR_023400)

Description: Software tool as DNA sequence analyzer program.

Synonyms: GeneScan 3.7

Resource Type: software resource

Keywords: DNA sequence analysis

Funding:

Availability: Free, Available for download, Freely available

Resource Name: GeneScan

Resource ID: SCR_023400

Record Creation Time: 20230323T050208+0000

Record Last Update: 20250420T015246+0000

Ratings and Alerts

No rating or validation information has been found for GeneScan.

No alerts have been found for GeneScan.

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_023400/resolver
https://genescan.software.informer.com


Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 516 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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Salaün H, et al. (2024) The prognosis of patients treated with everolimus for advanced ER-
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pathology. Clinical research, 10(3), e12372.
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natural focus area. Ecology and evolution, 14(8), e70163.

Hartmann K, et al. (2024) Establishment of a multiplex PCR-CE assay for the simultaneous 
and rapid analysis of age markers for Calliphora vicina pupae. International journal of legal 
medicine, 138(1), 187.
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Neuro-oncology advances, 6(1), vdae035.

Dangreau L, et al. (2024) Gonadal Mosaicism as a Rare Inheritance Pattern in Recessive 
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Review. Current issues in molecular biology, 46(9), 9998.

Yang Y, et al. (2023) Chromosome-Level Genome Assembly of Herpetospermum 
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International journal of molecular sciences, 24(2).
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Study. Cell journal, 25(2), 85.
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contribution to the B subgenome of bread wheat. Plant communications, 4(4), 100567.
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associations with PD-L1 expression by stromal cells. Cancer reports (Hoboken, N.J.), 5(1), 
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Surgery, 171(6), 1605.
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Satta V, et al. (2021) Genetic characterization and implications for conservation of the last 
autochthonous Mouflon population in Europe. Scientific reports, 11(1), 14729.


