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Type: Tool

Proper Citation

MRC Protein Phosphorylation and Ubiquitylation Unit MRC PPU Reagents and Services
Core Facility (RRID:SCR_023283)

Resource Information

URL.: https://mrcppureagents.dundee.ac.uk/

Proper Citation: MRC Protein Phosphorylation and Ubiquitylation Unit MRC PPU Reagents
and Services Core Facility (RRID:SCR_023283)

Description: Focused on cell signalling pathways, provides access to reagents and services
involving kinase and ubiquitin targets and associated substrates and interacting proteins.
Provides expertise and assistance in projects development. Offers services for protein
generation and antibody development.

Synonyms: MRC PPU Reagents and Services, MRC Protein Phosphorylation and
Ubiquitylation Unit MRC PPU Reagents and Services

Resource Type: service resource, core facility, access service resource

Keywords: USEDit, ABRF, cell signalling pathways, reagents and services, kinase, ubiquitin
targets, protein generation, antibody development,

Funding:
Availability: Open

Resource Name: MRC Protein Phosphorylation and Ubiquitylation Unit MRC PPU Reagents
and Services Core Facility

Resource ID: SCR_023283
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Ratings and Alerts

No rating or validation information has been found for MRC Protein Phosphorylation and
Ubiquitylation Unit MRC PPU Reagents and Services Core Facility.

No alerts have been found for MRC Protein Phosphorylation and Ubiquitylation Unit MRC
PPU Reagents and Services Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 25 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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