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Proper Citation

Fred Hutchinson Cancer Center Genomics and Bioinformatics Core Facility 
(RRID:SCR_022606)

Resource Information

URL: https://www.fredhutch.org/en/research/shared-resources/core-facilities/genomics-
bioinformatics.html

Proper Citation: Fred Hutchinson Cancer Center Genomics and Bioinformatics Core Facility 
(RRID:SCR_022606)

Description: Provides set of services that encompass experimental design, data generation 
and data interpretation. Expert genomics and bioinformatics teams are available to consult 
and collaborate at every step of process and work closely together to develop optimized 
experimental strategies to ensure that appropriate technology and data analysis tools are 
used to address each unique scientific question.

Synonyms: Fred Hutchinson Cancer Center Genomics and Bioinformatics Shared Resource 
Core

Resource Type: core facility, service resource, access service resource

Keywords: experimental design, data generation and data interpretation, genomics and 
bioinformatics, ABRF, USEDit

Funding:

Availability: Open

Resource Name: Fred Hutchinson Cancer Center Genomics and Bioinformatics Core 
Facility
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Resource ID: SCR_022606

Record Creation Time: 20220802T050144+0000

Record Last Update: 20250508T070034+0000

Ratings and Alerts

No rating or validation information has been found for Fred Hutchinson Cancer Center 
Genomics and Bioinformatics Core Facility.

No alerts have been found for Fred Hutchinson Cancer Center Genomics and Bioinformatics 
Core Facility.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 45 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.

Carr CR, et al. (2024) Deep mutational scanning reveals functional constraints and antigenic 
variability of Lassa virus glycoprotein complex. bioRxiv : the preprint server for biology.

Hickson SE, et al. (2024) RNA structures within Venezuelan equine encephalitis virus E1 
alter macrophage replication fitness and contribute to viral emergence. bioRxiv : the preprint 
server for biology.

Aditham AK, et al. (2024) Deep mutational scanning of rabies glycoprotein defines 
mutational constraint and antibody-escape mutations. bioRxiv : the preprint server for 
biology.

Moorthi S, et al. (2024) The genomic landscape of lung cancer in never-smokers from the 
Women's Health Initiative. JCI insight, 9(17).

Thirimanne HN, et al. (2024) Meningioma transcriptomic landscape demonstrates novel 
subtypes with regional associated biology and patient outcome. Cell genomics, 4(6), 100566.

Loes AN, et al. (2024) High-throughput sequencing-based neutralization assay reveals how 
repeated vaccinations impact titers to recent human H1N1 influenza strains. bioRxiv : the 
preprint server for biology.

Scharffenberger SC, et al. (2024) Targeting RSV-neutralizing B cell receptors with anti-
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idiotypic antibodies. Cell reports, 43(10), 114811.
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Belmont L, et al. (2024) Functional genomics screens reveal a role for TBC1D24 and SV2B 
in antibody-dependent enhancement of dengue virus infection. bioRxiv : the preprint server 
for biology.
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