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Proper Citation

CancerMIRNome (RRID:SCR_022092)

Resource Information

URL.: http://bioinfo.jialab-ucr.org/CancerMIRNome/

Proper Citation: CancerMIRNome (RRID:SCR_022092)

Description: Web server for cancer miRNome interactive analysis and visualization based
on human miRNome data of cancer types from The Cancer Genome Atlas, and public
cancer circulating miRNome profiling datasets from NCBI Gene Expression Omnibus and
ArrayExpress. Comprehensive database for interactive analysis and visualization of miRNA
expression profiles.

Resource Type: web service, data or information resource, data access protocol, database,
software resource

Defining Citation: DOI:10.1093/nar/gkab784

Keywords: cancer miRNome interactive analysis, human miRNome data, cancer data,
MiRNA expression profiles

Funding: Riverside Faculty Start-up Fund ;

UC Cancer Research Coordinating Committee Competition Award ;
UC Academic Senate CoR Research Grant ;

United States Department of Agriculture ;

National Natural Science Foundation of China ;

Science and Technology Project of Guizhou Province

Availability: Free, Freely available

Resource Name: CancerMIRNome
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Ratings and Alerts
No rating or validation information has been found for CancerMIRNome.

No alerts have been found for CancerMIRNome.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 19 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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gene. Journal of translational medicine, 22(1), 661.
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