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Type: Tool

Proper Citation

Kidney Tissue Atlas (RRID:SCR_021626)

Resource Information

URL: https://atlas.kpmp.org/

Proper Citation: Kidney Tissue Atlas (RRID:SCR_021626)

Description: Atlas is set of interactive tools built to promote retrieval, exploration, discovery, 
and analysis of Kidney Precision Medicine Project data by greater research community. 
Datasets available in repository are combination of raw and processed data from KPMP 
participant biopsies and reference tissue samples.

Resource Type: data or information resource, atlas

Keywords: Interactive tools, retrieval, exploration, discovery, analysis, Kidney Precision 
Medicine Project data

Funding:

Availability: Free, Freely available

Resource Name: Kidney Tissue Atlas

Resource ID: SCR_021626

Record Creation Time: 20220129T080356+0000

Record Last Update: 20250507T061447+0000

Ratings and Alerts

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_021626/resolver
https://atlas.kpmp.org/


No rating or validation information has been found for Kidney Tissue Atlas.

No alerts have been found for Kidney Tissue Atlas.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 13 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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calcium oxalate-treated TCMK-1 cells and macrophage via exosomes. Scientific reports, 
14(1), 20949.

Hu H, et al. (2024) RBBP6-Mediated ERR? Degradation Contributes to Mitochondrial Injury 
in Renal Tubular Cells in Diabetic Kidney Disease. Advanced science (Weinheim, Baden-
Wurttemberg, Germany), 11(46), e2405153.

Riedhammer KM, et al. (2024) Implication of transcription factor FOXD2 dysfunction in 
syndromic congenital anomalies of the kidney and urinary tract (CAKUT). Kidney 
international, 105(4), 844.
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communications, 14(1), 2481.
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polarisation state in multi-organ fibrosis. eLife, 12.

Sinning J, et al. (2023) The aging kidney is characterized by tubuloinflammaging, a 
phenotype associated with MHC-II gene expression. Frontiers in immunology, 14, 1222339.
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8(23), eabn4965.
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