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Proper Citation

pysam (RRID:SCR_021017)

Resource Information

URL: https://pysam.readthedocs.io/en/latest/api.html

Proper Citation: pysam (RRID:SCR_021017)

Description: Software tool as interface for reading and writing SAM files. Python module to 
read and manipulate mapped short read sequence data stored in SAM/BAM files. 
Lightweight wrapper of htslib C-API.

Resource Type: software toolkit, software resource

Keywords: Interface, reading SAM files, writing SAM files, mapped short read sequence 
data, htslib C-API wrapper, SAM/BAM files

Funding:

Availability: Free, Available for download, Freely available

Resource Name: pysam

Resource ID: SCR_021017

Alternate URLs: https://github.com/pysam-developers/pysam

License: MIT License

Record Creation Time: 20220129T080353+0000

Record Last Update: 20250508T065934+0000

Ratings and Alerts

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_021017/resolver
https://pysam.readthedocs.io/en/latest/api.html


No rating or validation information has been found for pysam.

No alerts have been found for pysam.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 85 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.

Calderón-Osorno M, et al. (2025) The influence of depth on the global deep-sea 
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the blood of cancer patients. Nature communications, 15(1), 82.
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quantum computing. Cell reports methods, 4(5), 100754.
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15(1), 863.
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Breunig H, et al. (2024) Achieving gigawatt-scale green hydrogen production and seasonal 
storage at industrial locations across the U.S. Nature communications, 15(1), 9049.
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cross-feedings in epipelagic bacterioplankton communities. Nature communications, 15(1), 
2721.
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generation program. mBio, 15(3), e0352623.
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zygotes. Cell reports methods, 4(8), 100833.
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1352.
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