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Proper Citation

Modern Applied Statistics with S (RRID:SCR_019125)

Resource Information

URL: https://CRAN.R-project.org/package=MASS

Proper Citation: Modern Applied Statistics with S (RRID:SCR_019125)

Description: Software R package to support functions and datasets for Venables and Ripley 
MASS. Used for statistical and graphical analysis of data.

Abbreviations: MASS

Resource Type: software toolkit, software resource

Keywords: Statistical analysis, graphical analysis, data analysis, Venables MASS, Ripley 
MASS, function support

Funding:

Availability: Free, Freely available

Resource Name: Modern Applied Statistics with S

Resource ID: SCR_019125

License: GPL v3

Record Creation Time: 20220129T080343+0000

Record Last Update: 20250412T060252+0000

Ratings and Alerts

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_019125/resolver
https://CRAN.R-project.org/package=MASS


No rating or validation information has been found for Modern Applied Statistics with S.

No alerts have been found for Modern Applied Statistics with S.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 21 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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15(6), 497.

Whyte BA, et al. (2023) The role of body size and cuticular hydrocarbons in the desiccation 
resistance of invasive Argentine ants (Linepithema humile). The Journal of experimental 
biology, 226(16).

Weeks K, et al. (2023) Characterization of microbiomic and geochemical compositions 
across the photosynthetic fringe. Frontiers in microbiology, 14, 1176606.

https://scicrunch.org/scicrunch/about/sources/nlx_144509-1
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_019125/resolver/mentions


Salimi A, et al. (2023) InterOpt: Improved gene expression quantification in qPCR 
experiments using weighted aggregation of reference genes. iScience, 26(10), 107945.

Esposito E, et al. (2022) Mitotic checkpoint gene expression is tuned by codon usage bias. 
The EMBO journal, 41(15), e107896.

Marabita F, et al. (2022) Multiomics and digital monitoring during lifestyle changes reveal 
independent dimensions of human biology and health. Cell systems, 13(3), 241.

Van Tilbeurgh M, et al. (2022) Innate cell markers that predict anti-HIV neutralizing antibody 
titers in vaccinated macaques. Cell reports. Medicine, 3(10), 100751.
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Liu M, et al. (2021) Mutational processes in cancer preferentially affect binding of particular 
transcription factors. Scientific reports, 11(1), 3339.

Sharker Y, et al. (2021) Estimating and interpreting secondary attack risk: Binomial 
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Mountain Pine Taxa. International journal of molecular sciences, 22(7).
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