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Proper Citation

Sklearn (RRID:SCR_019053)

Resource Information

URL.: https://scikit-learn.org/stable/modules/generated/sklearn.decomposition.NMF.html

Proper Citation: Sklearn (RRID:SCR_019053)

Description: Software Python package part of nonnegative matrix factorization NMF.
Features various classification, regression and clustering algorithms including support vector
machines, random forests, gradient boosting, k-means and DBSCAN, and is designed to
interoperate with Python numerical and scientific libraries NumPy and SciPy.

Synonyms: Scikit-learn, scikits.learn
Resource Type: software toolkit, software resource

Keywords: Non negative matrix factorization, machine learning library, Python programming
language

Funding:

Availability: Free, Available for download, Freely Available

Resource Name: Sklearn

Resource ID: SCR_019053

Alternate URLSs: https://github.com/scikit-learn/scikit-learn, https://scikit-learn.org/stable/
License: BSD License

Record Creation Time: 20220129T080343+0000
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Record Last Update: 20250412T060249+0000

Ratings and Alerts
No rating or validation information has been found for Sklearn.

No alerts have been found for Sklearn.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 171 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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Lyu D, et al. (2024) Causal Cortical and Thalamic Connections in the Human Brain. bioRxiv :
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