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Colorado University at Boulder Biochemistry Shared
Instruments Pool Core Facility

RRID:SCR_018986
Type: Tool

Proper Citation

Colorado University at Boulder Biochemistry Shared Instruments Pool Core Facility
(RRID:SCR_018986)

Resource Information

URL.: https://www.colorado.edu/lab/biochem-instruments/

Proper Citation: Colorado University at Boulder Biochemistry Shared Instruments Pool Core
Facility (RRID:SCR_018986)

Description: Provides access to multitude of instruments and techniques, including EPR,
CD and fluorescence spectroscopy, DLS, Sec-MALS, ITC, MST, stopped-flow spectroscopy,
chemical quench-flow, imaging systems, centrifuges, scintillation counters, sonicators and
more.

Synonyms: Biochemistry and Shared Instrumentation, Biochemistry Shared Instruments
Pool

Resource Type: access service resource, core facility, service resource

Keywords: USEDit, spectroscopy, fluorescence spectroscopy, stopped flow spectroscopy,
imaging, centrifuge, scintillation counter, sonicator, EPR, CD, DLS, ABRF, ABRF

Funding:
Availability: open

Resource Name: Colorado University at Boulder Biochemistry Shared Instruments Pool
Core Facility

Resource ID: SCR_018986
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Alternate IDs: ABRF_1038
Alternate URLSs: https://coremarketplace.org/?FacilitylD=1038
Record Creation Time: 20220129T080342+0000

Record Last Update: 20250412T060246+0000

Ratings and Alerts

No rating or validation information has been found for Colorado University at Boulder
Biochemistry Shared Instruments Pool Core Facility.

No alerts have been found for Colorado University at Boulder Biochemistry Shared
Instruments Pool Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 35 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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