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Proper Citation

QUARK (RRID:SCR_018777)

Resource Information

URL.: https://zhanglab.ccmb.med.umich.edu/QUARK/

Proper Citation: QUARK (RRID:SCR_018777)

Description: Computer algorithm for ab initio protein structure prediction and protein peptide
folding, which aims to construct correct protein 3D model from amino acid sequence only.
Server is suitable for proteins that do not have homologous templates in PDB library.

Resource Type: data access protocol, web service, service resource, software resource

Keywords: Ab initio protein structure, protein structure, protein structure prediction, protein
peptide folding, construct protein 3D model, amino acid sequence, Monte Carlo simulation,
free modeling,

Funding:

Availability: Restricted

Resource Name: QUARK

Resource ID: SCR_018777

Record Creation Time: 20220129T080341+0000

Record Last Update: 20250330T061804+0000

Ratings and Alerts



https://scicrunch.org/scicrunch
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No rating or validation information has been found for QUARK.

No alerts have been found for QUARK.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 22 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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