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Proper Citation

seaborn (RRID:SCR_018132)

Resource Information

URL: https://seaborn.pydata.org/

Proper Citation: seaborn (RRID:SCR_018132)

Description: Software Python tool as data visualization library based on matplotlib. Provides 
interface for drawing attractive and informative statistical graphics. Statistical data 
visualization using matplotlib.

Resource Type: data processing software, software library, software toolkit, software 
application, software resource, data visualization software

Keywords: Data visualization library, statistical graphic, statistical data visualization

Funding:

Availability: Free, Available for download, Freely available

Resource Name: seaborn

Resource ID: SCR_018132

Alternate URLs: https://github.com/mwaskom/seaborn/tree/v0.10.0

License: BSD 3-Clause "New" or "Revised" License

Record Creation Time: 20220129T080338+0000

Record Last Update: 20250411T060022+0000

Ratings and Alerts

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_018132/resolver
https://seaborn.pydata.org/


No rating or validation information has been found for seaborn.

No alerts have been found for seaborn.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 302 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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DNA. iScience, 27(5), 109575.
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109752.

Goldman AL, et al. (2024) Microbial sensor variation across biogeochemical conditions in the 
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Heart Association, 13(2), e031348.

Tam R, et al. (2024) Centrosome-organized plasma membrane infoldings linked to growth of 
a cortical actin domain. The Journal of cell biology, 223(10).

Zvirblyte J, et al. (2024) Single-cell transcriptional profiling of clear cell renal cell carcinoma 
reveals a tumor-associated endothelial tip cell phenotype. Communications biology, 7(1), 
780.

Huffer K, et al. (2024) Conservation of the cooling agent binding pocket within the TRPM 
subfamily. eLife, 13.
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users. Scientific reports, 14(1), 29390.
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