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SWISS-MODEL

RRID:SCR_018123
Type: Tool

Proper Citation

SWISS-MODEL (RRID:SCR_018123)

Resource Information

URL.: https://swissmodel.expasy.org/

Proper Citation: SWISS-MODEL (RRID:SCR_018123)

Description: Software tool as fully automated protein structure homology modeling server,
accessible via ExXPASyY web server, or from program DeepView Swiss Pdb-Viewer. Structural
bioinformatics web-server dedicated to homology modeling of 3D protein structures. Used to
make protein modelling accessible to all biochemists and molecular biologists.

Resource Type: data access protocol, service resource, software resource, web service,
data or information resource

Defining Citation: PMID:12824332

Keywords: 3D protein structure, homology modeling server, protein modeling, structural
bioinformatics, automated comparative modeling, bio.tools

Availability: Free, Freely available

Resource Name: SWISS-MODEL

Resource ID: SCR_018123

Alternate IDs: biotools:swiss-model_workspace, biotools:swiss_model

Alternate URLSs: https://bio.tools/swiss_model, https://bio.tools/swiss-model_workspace

Ratings and Alerts


https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_018123/resolver
https://swissmodel.expasy.org/
https://pubmed.ncbi.nlm.nih.gov/12824332

No rating or validation information has been found for SWISS-MODEL.

No alerts have been found for SWISS-MODEL.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1965 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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https://scicrunch.org/scicrunch/about/sources/nlx_144509-1
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_018123/resolver/mentions

Analysis under F. solani, Chilling, and Waterlogging Stresses in Zingiber officinale.
International journal of molecular sciences, 25(2).
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Liang W, et al. (2024) Full T-cell activation and function in teleosts require collaboration of
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