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Type: Tool

Proper Citation

QIIME 2 View (RRID:SCR_018074)

Resource Information

URL.: https://view.qgiime2.org/

Proper Citation: QIIME 2 View (RRID:SCR_018074)

Description: Web based serverless viewer of QIIME 2 artifacts and visualizations. Client
side interface for viewing QIIME 2 artifacts and visualizations. Not needed working QIIME 2
installation to inspect QIIME 2 results. Supports viewing externally hosted files by
automatically downloading and displaying them when links to files are provided.

Synonyms: q2view

Resource Type: data processing software, service resource, data visualization software,
data acquisition software, software resource, software application

Keywords: QIIME 2, visualization, data, interface, file viewing, file download and displaying
Funding:

Availability: Free, Freely available

Resource Name: QIIME 2 View

Resource ID: SCR_018074

Alternate URLSs: https://github.com/qgiime2/q2view

License: BSD 3-Clause "New" or "Revised" License

Record Creation Time: 20220129T080338+0000
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Record Last Update: 20250429T055941+0000

Ratings and Alerts
No rating or validation information has been found for QIIME 2 View.

No alerts have been found for QIIME 2 View.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 57 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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