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Affymetrix GeneChip 450 Fluidics Station Microarray
Processer

RRID:SCR_018034
Type: Tool

Proper Citation

Affymetrix GeneChip 450 Fluidics Station Microarray Processer (RRID:SCR_018034)

Resource Information

URL.: https://www.thermofisher.com/order/catalog/product/00-0079#/00-0079

Proper Citation: Affymetrix GeneChip 450 Fluidics Station Microarray Processer
(RRID:SCR_018034)

Description: Microarray processor that washes and stains GeneChip arrays.110V and 220V
compatible.

Synonyms: GeneChip Fluidics Station 450, GeneChip 450 Fluidics station
Resource Type: instrument resource

Keywords: ABRF, fluidics station, instrument, equipment

Funding:

Resource Name: Affymetrix GeneChip 450 Fluidics Station Microarray Processer
Resource ID: SCR_018034

Alternate IDs: Model Number_450

Alternate URLSs: https://assets.thermofisher.com/TFS-
Assets/LSG/manuals/fs450_agcc_user_guide.pdf

Record Creation Time: 20220129T080338+0000

Record Last Update: 20250422T060042+0000
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Ratings and Alerts

No rating or validation information has been found for Affymetrix GeneChip 450 Fluidics
Station Microarray Processer.

No alerts have been found for Affymetrix GeneChip 450 Fluidics Station Microarray
Processer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 18 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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