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SerialEM

RRID:SCR_017293
Type: Tool

Proper Citation

SerialEM (RRID:SCR_017293)

Resource Information

URL.: http://bio3d.colorado.edu/SerialEM/

Proper Citation: SerialEM (RRID:SCR_017293)

Description: Software tool for automated EM data acquisition. Used for efficient tilt series
acquisition and interface for image capture, display, and storage and for control of some
aspects of microscope function.

Resource Type: software resource, data processing software, data acquisition software,
software application

Defining Citation: PMID:16182563

Keywords: automated, data, acquisition, tilt, image, capture, display, storage, microscope
Funding Agency: NCRR , NIGMS

Availability: Restricted

Resource Name: SerialEM

Resource ID: SCR_017293

Ratings and Alerts
No rating or validation information has been found for SerialEM.

No alerts have been found for SerialEM.



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_017293/resolver
http://bio3d.colorado.edu/SerialEM/
https://pubmed.ncbi.nlm.nih.gov/16182563

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 157 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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