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Proper Citation

CCTOP (RRID:SCR_016963)

Resource Information

URL: http://cctop.enzim.ttk.mta.hu/

Proper Citation: CCTOP (RRID:SCR_016963)

Description: Web application providing transmembrane topology prediction. Server 
incorporates topology information from existing experimental and computational sources 
using the probabilistic framework of hidden Markov model. Provides the option to precede 
the topology prediction with signal peptide prediction and transmembrane globular protein 
discrimination. Given the amino acid sequence of a putative ? helical transmembrane 
protein, CCTOP predicts its topology i.e. localization of membrane spanning regions and 
orientation of segments between them.

Abbreviations: CCTOP

Synonyms: CCTOP, Consensus Constrained TOPology

Resource Type: analysis service resource, data access protocol, web service, software 
resource, production service resource, service resource

Defining Citation: PMID:25943549

Keywords: transmembrane, topology, prediction, signal, peptide, globular, protein, 
discrimination, amino, acid, sequence, region, orientation, segment, bio.tools

Funding: Hungarian Scientific Research Fund

Availability: Free, Freely available

Resource Name: CCTOP

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_016963/resolver
http://cctop.enzim.ttk.mta.hu/
https://pubmed.ncbi.nlm.nih.gov/25943549


Resource ID: SCR_016963

Alternate IDs: biotools:cctop

Alternate URLs: https://bio.tools/cctop

Record Creation Time: 20220129T080332+0000

Record Last Update: 20250420T014822+0000

Ratings and Alerts

No rating or validation information has been found for CCTOP.

No alerts have been found for CCTOP.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 29 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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