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CRISPR-P

RRID:SCR_016941
Type: Tool

Proper Citation

CRISPR-P (RRID:SCR_016941)

Resource Information

URL.: http://crispr.hzau.edu.cn/CRISPR/

Proper Citation: CRISPR-P (RRID:SCR_016941)

Description: Web tool for synthetic single-guide RNA design of CRISPR-system in plants.
Allows to search for high specificity Cas9 target sites within DNA sequences of interest,
which also provides off-target loci prediction for specificity analyses and marks restriction
enzyme cutting site to every sgRNA for further convenient in experiment.

Synonyms: CRISPR-P 2.0, Clustered Regularly Interspaced Short Palindromic Repeats P,
CRISPR P

Resource Type: data access protocol, service resource, analysis service resource, web
service, software resource, production service resource

Defining Citation: PMID:24719468

Keywords: synthetic, single, RNA, CRISP, plant, Cas9, target, DNA, sequence, analysis,
restriction, enzyme, sgRNA, bio.tools

Funding: National Basic Research Program of China ;
Program for New Century Excellent Talents in University ;
Fundamental Research Funds for the Central Universities

Availability: Free, Freely available
Resource Name: CRISPR-P

Resource ID: SCR_016941
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Alternate IDs: biotools:CRISPR-P
Alternate URLSs: https://bio.tools/CRISPR-P
Record Creation Time: 20220129T080332+0000

Record Last Update: 20250421T054142+0000

Ratings and Alerts
No rating or validation information has been found for CRISPR-P.

No alerts have been found for CRISPR-P.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 27 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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OsNAS?2 increases Zn uptake/translocation and plant yield in rice. Frontiers in genome
editing, 5, 1308228.
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L.). Plant biotechnology journal, 18(3), 644.
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Switzerland), 10(1).
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Choi J, et al. (2020) The negative regulator SMAX1 controls mycorrhizal symbiosis and
strigolactone biosynthesis in rice. Nature communications, 11(1), 2114.

Chen, et al. (2020) Roles of SIETR7, a newly discovered ethylene receptor, in tomato plant
and fruit development. Horticulture research, 7, 17.
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