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Proper Citation

Valldated Systematic IntegratiON of epigenomic data (RRID:SCR_016921)

Resource Information

URL.: http://www.bx.psu.edu/~giardine/vision/

Proper Citation: Valldated Systematic IntegratiON of epigenomic data (RRID:SCR_016921)

Description: International project to analyze mouse and human hematopoiesis, and provide
a tractable system with clear clinical significance and importance to NIDDK. Collection of
information from the flood of epigenomic data on hematopoietic cells as catalogs of validated
regulatory modules, quantitative models for gene regulation, and a guide for translation of
research insights from mouse to human.

Abbreviations: VISION

Synonyms: Valldated Systematic IntegratiON of epigenomic data, Valldated Systematic
IntegratiON

Resource Type: catalog, data or information resource, portal, project portal, database

Keywords: analyze, mouse, human, hematopoietic, cell, blood, component, collection,
epigenomic, data, catalog, gene, regulation

Funding: National Institute for Diabetes and Digestive Diseases ;
NIH ;
NIDDK

Resource Name: Valldated Systematic IntegratiON of epigenomic data
Resource ID: SCR_016921

Record Creation Time: 20220129T080332+0000
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Ratings and Alerts

No rating or validation information has been found for Valldated Systematic IntegratiON of
epigenomic data .

No alerts have been found for Valldated Systematic IntegratiON of epigenomic data .

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 9 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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