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Type: Tool

Proper Citation

Jpred (RRID:SCR_016504)

Resource Information

URL.: http://www.compbio.dundee.ac.uk/jpred/

Proper Citation: Jpred (RRID:SCR_016504)

Description: Software tool for protein secondary structure prediction from the amino acid
sequence by the JNet algorithm. Makes also predictions on Solvent Accessibility and Coiled-
coil regions.

Synonyms: Jprotein secondary structure PREDiction

Resource Type: software resource, data analytics software, sequence analysis software,
data analysis software, data processing software, software application

Defining Citation: DOI:10.1093/nar/gkn238

Keywords: protein, secondary, structure, prediction, amino, acid, sequence, accurate, JNet
algorithm, solvent, accessibility, coiled, coil, region

Funding: Biotechnology and Biological Sciences Research Council ;
Wellcome Trust 355804783;
Wellcome Trust WT092340;
Wellcome Trust WT083481;
Wellcome Trust 106370214

Availability: Free, Available for download, Freely available, Tutorial available
Resource Name: Jpred

Resource ID: SCR_016504
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Record Creation Time: 20220129T080331+0000

Record Last Update: 20250422T055935+0000

Ratings and Alerts

No rating or validation information has been found for Jpred.

No alerts have been found for Jpred.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 120 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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