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Type: Tool

Proper Citation

ASTRA (RRID:SCR_016255)

Resource Information

URL.: https://www.wyatt.com/products/software/astra.html

Proper Citation: ASTRA (RRID:SCR_016255)

Description: Software for the characterization of macromolecules and nanoparticles via
multi-angle and dynamic light scattering. It simplifies MALS and DLS analysis for
assessment of molar mass, size, conformation, conjugation, and other essential physical
parameters.

Synonyms: ASTRAG, Wyatt Technologies ASTRA, ASTRA Software

Resource Type: software application, software toolkit, data analysis software, data
processing software, software resource

Keywords: macromolecule, nanopatrticle, light, scattering, mals, dlIs, hplc, sequence,
processing

Funding:

Availability: Commercially available, Request quote
Resource Name: ASTRA

Resource ID: SCR_016255

Record Creation Time: 20220129T080329+0000

Record Last Update: 20250517T060244+0000

Ratings and Alerts



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_016255/resolver
https://www.wyatt.com/products/software/astra.html

No rating or validation information has been found for ASTRA.

No alerts have been found for ASTRA.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 79 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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and enhancement of paclitaxel production by Alternaria alternata after elicitation with pectin.
Scientific reports, 14(1), 12980.

Wang WW, et al. (2024) The structure of the archaeal nuclease RecJ2 implicates its catalytic
mechanism and inability to interact with GINS. The Journal of biological chemistry, 300(6),
107379.
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synthase complex reveal transient interactions at the enzyme interface. The Journal of
biological chemistry, 300(6), 107404.
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egg coat. Cell, 187(6), 1440.
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299(11), 105278.
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biological chemistry, 299(11), 105338.
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from all highly pathogenic coronaviruses. eLife, 12.
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299(10), 105240.
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virulence factor of the mycobacterial type VIl secretion system. The Journal of biological
chemistry, 299(4), 104589.
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