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VaDiR

RRID:SCR_015797
Type: Tool

Proper Citation

VaDiR (RRID:SCR_015797)

Resource Information

URL.: http://gigadb.org/dataset/100360

Proper Citation: VaDIR (RRID:SCR_015797)

Description: Method for uncovering mutations from RNA sequencing datasets that could be
useful in further functional analysis. It also allows orthogonal validation of DNA-based
mutation discovery by providing complementary sequence variation analysis from paired
RNA/DNA sequencing data sets.

Abbreviations: VaDiR
Synonyms: VaDIR: an integrated approach to Variant Detection in RNA

Resource Type: software resource, sequence analysis software, data analysis software,
data processing software, algorithm resource, software application

Defining Citation: DOI:10.5524/100360

Keywords: rna-seq, somatic variant calling, ovarian cancer, cancer genomes transcriptome,
orthogonal validation, genetic mutation, sequence variation analysis, bio.tools

Funding: NCI P30 CA168524;

Department of Defense Ovarian Cancer Research Program W81XWH-10-1-0386;
University of Kansas Endowment Association ;

Biostatistics and Informatics Shared Resource (BISR) ;

Cancer Center Cancer Biology program

Availability: Free, Available for download
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https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_015797/resolver
http://gigadb.org/dataset/100360
https://dx.doi.org/10.5524/100360

Resource Name: VaDiR
Resource ID: SCR_015797
Alternate IDs: biotools:vadir

Alternate URLSs: ftp://penguin.genomics.cn/pub/10.5524/100001_101000/100360/,
https://bio.tools/vadir

Record Creation Time: 20220129T080327+0000

Record Last Update: 20250422T055909+0000

Ratings and Alerts
No rating or validation information has been found for VaDiR.

No alerts have been found for VaDiR.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 10 mentions in open access literature.

Listed below are recent publications. The full list is available at FD| Lab - SciCrunch.org.
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