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Proper Citation

SignalP (RRID:SCR_015644)

Resource Information

URL: http://www.cbs.dtu.dk/services/SignalP/

Proper Citation: SignalP (RRID:SCR_015644)

Description: Web application for prediction of the presence and location of signal peptide
cleavage sites in amino acid sequences from different organisms. The method incorporates
a prediction of cleavage sites and a signal peptide/non-signal peptide prediction based on a
combination of several artificial neural networks.

Resource Type: web application, software resource

Defining Citation: PMID:28451972

Keywords: prediction, signal peptide, cleavage site, amino acid, sequence, artificial neural
network

Funding:

Availability: Freely available, Acknowledgment requested, Free, Available for download,
Runs on Windows, Runs on Mac OS

Resource Name: SignalP
Resource ID: SCR_015644
Record Creation Time: 20220129T080326+0000

Record Last Update: 20250418T055429+0000

Ratings and Alerts
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No rating or validation information has been found for SignalP.

No alerts have been found for SignalP.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 8887 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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