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SnapGene Viewer

RRID:SCR_015053
Type: Tool

Proper Citation

SnapGene Viewer (RRID:SCR_015053)

Resource Information

URL.: http://www.snapgene.com/products/snapgene viewer/

Proper Citation: SnapGene Viewer (RRID:SCR_015053)

Description: Visualization software that allows users to create, browse, and share
annotated DNA sequence files from SnapGene.

Resource Type: annotation tool

Keywords: plasmid map, plasmid visualization, plasmid creation
Funding:

Availability: Available for download

Resource Name: SnapGene Viewer

Resource ID: SCR_015053

Record Creation Time: 20220129T080323+0000

Record Last Update: 20250525T031404+0000

Ratings and Alerts
No rating or validation information has been found for SnapGene Viewer.

No alerts have been found for SnapGene Viewer.



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_015053/resolver
http://www.snapgene.com/products/snapgene_viewer/

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 47 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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