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Proper Citation

TMHMM Server (RRID:SCR_014935)

Resource Information

URL: http://www.cbs.dtu.dk/services/TMHMM/

Proper Citation: TMHMM Server (RRID:SCR_014935)

Description: Web application for the prediction of transmembrane helices in proteins using 
Hidden Markov Models. FASTA formatted sequences can be uploaded via file or copy-paste, 
and output can be formatted as extensive with graphics, extensive without graphics, or one 
line per protein. Submissions are limited to 10,000 sequences and 4,000,000 amino acids - 
each sequence is limited to no more than 8,000 amino acids.

Synonyms: TMHMM Server v 2.0

Resource Type: software resource, web application

Keywords: sequence, amino acid, web application, transmembrane helices, hidden markov 
model, fasta

Funding:

Availability: Open source

Resource Name: TMHMM Server

Resource ID: SCR_014935

Record Creation Time: 20220129T080323+0000

Record Last Update: 20250410T070544+0000

Ratings and Alerts

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_014935/resolver
http://www.cbs.dtu.dk/services/TMHMM/


No rating or validation information has been found for TMHMM Server.

No alerts have been found for TMHMM Server.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 1828 mentions in open access literature.
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