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Type: Tool

Proper Citation

Proteome Discoverer (RRID:SCR_014477)

Resource Information

URL: https://www.thermofisher.com/order/catalog/product/IQLAAEGABSFAKJMAUH

Proper Citation: Proteome Discoverer (RRID:SCR_014477)

Description: Software for identifying, characterizing, and quantifying proteins in biological
samples. Can be used for range of proteomics workflows such as protein and peptide
identification, PTM analysis, and isobaric mass tagging for quantification. Supports multiple
database search algorithms and multiple dissociation techniques.

Resource Type: data processing software, software resource, software application,
workflow software, data analysis software

Keywords: data analysis, workflow software, proteomics, database search, FASEB list
Funding:

Availability: Restricted

Resource Name: Proteome Discoverer

Resource ID: SCR_014477

License URLs: https://www.thermofisher.com/us/en/home/global/terms-and-conditions.html
Record Creation Time: 20220129T080320+0000

Record Last Update: 20250412T055806+0000

Ratings and Alerts


https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_014477/resolver
https://www.thermofisher.com/order/catalog/product/IQLAAEGABSFAKJMAUH

No rating or validation information has been found for Proteome Discoverer.

No alerts have been found for Proteome Discoverer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1279 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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