Resource Summary Report

Generated by FDI Lab - SciCrunch.org on Apr 21, 2025

2100 Expert Software

RRID:SCR_014466
Type: Tool

Proper Citation

2100 Expert Software (RRID:SCR_014466)

Resource Information

URL.: http://www.genomics.agilent.com/en/product.jsp?cid=AG-PT-106&tabld=AG-PR-
1002& requestid=815672

Proper Citation: 2100 Expert Software (RRID:SCR_014466)

Description: A software for analyzing digital assay data. The software performs RNA quality
control, comparison between multiple chips, smear analysis, and data export in multiple
formats.

Resource Type: software resource, data analytics software, software application
Keywords: data analysis, digital assay, RNA quality control, smear analysis, data export
Funding:

Availability: Public, Commercial

Resource Name: 2100 Expert Software

Resource ID: SCR_014466

License URLs: http://www.agilent.com/home/terms-of-use

Record Creation Time: 20220129T080320+0000

Record Last Update: 20250421T053959+0000

Ratings and Alerts



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_014466/resolver
http://www.genomics.agilent.com/en/product.jsp?cid=AG-PT-106&tabId=AG-PR-1002&_requestid=815672
http://www.genomics.agilent.com/en/product.jsp?cid=AG-PT-106&tabId=AG-PR-1002&_requestid=815672

No rating or validation information has been found for 2100 Expert Software.

No alerts have been found for 2100 Expert Software.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 5 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.

Sebastiani G, et al. (2024) A set of circulating microRNAs belonging to the 14932
chromosome locus identifies two subgroups of individuals with recent-onset type 1 diabetes.
Cell reports. Medicine, 5(6), 101591.

Grieco GE, et al. (2021) Protocol to analyze circulating small non-coding RNAs by high-
throughput RNA sequencing from human plasma samples. STAR protocols, 2(3), 100606.

Gandhi S, et al. (2020) Bimodal function of chromatin remodeler Hmgal in neural crest
induction and Wnt-dependent emigration. eLlife, 9.

Blijlevens M, et al. (2020) Silencing Core Spliceosome Sm Gene Expression Induces a
Cytotoxic Splicing Switch in the Proteasome Subunit Beta 3 mRNA in Non-Small Cell Lung
Cancer Cells. International journal of molecular sciences, 21(12).

Massourides E, et al. (2015) Dp412e: a novel human embryonic dystrophin isoform induced
by BMP4 in early differentiated cells. Skeletal muscle, 5, 40.
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