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Proper Citation

Phenylalanine Hydroxylase Locus Knowledgebase (RRID:SCR_013381)

Resource Information

URL: http://www.pahdb.mcgill.ca

Proper Citation: Phenylalanine Hydroxylase Locus Knowledgebase (RRID:SCR_013381)

Description: A database of centralized mutation data on the PAH gene. Searchable fields of
the database available to users are: mutation name, polymorphic haplotype, population,
geographic location, gene region, codon number, mutation type, substitution, phenotype,
author's name and many more. The complete information provided for each mutation is
regularly updated from both published data and personal communications.

Abbreviations: PAHdb

Synonyms: Phenylalanine Hydroxylase Database

Resource Type: data or information resource, database

Keywords: FASEB list

Funding:

Resource Name: Phenylalanine Hydroxylase Locus Knowledgebase
Resource ID: SCR_013381

Alternate IDs: nif-0000-03237

Record Creation Time: 20220129T080315+0000

Record Last Update: 20250426 T060326+0000



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_013381/resolver
http://www.pahdb.mcgill.ca

Ratings and Alerts

No rating or validation information has been found for Phenylalanine Hydroxylase Locus
Knowledgebase.

No alerts have been found for Phenylalanine Hydroxylase Locus Knowledgebase.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 56 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.

Zhou J, et al. (2022) Characterization of phenylalanine hydroxylase gene variants and
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Masi L, et al. (2021) Bone fragility in patients affected by congenital diseases non skeletal in
origin. Orphanet journal of rare diseases, 16(1), 11.

Scala |, et al. (2020) Large Neutral Amino Acids (LNAAs) Supplementation Improves
Neuropsychological Performances in Adult Patients with Phenylketonuria. Nutrients, 12(4).
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associations with PAH gene mutations in Iranian Kurdish PKU patients. Medical journal of
the Islamic Republic of Iran, 33, 88.
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