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Type: Tool

Proper Citation

PlasmoDB (RRID:SCR_013331)

Resource Information

URL.: http://PlasmoDB.org

Proper Citation: PlasmoDB (RRID:SCR_013331)

Description: Functional genomic database for malaria parasites. Database for Plasmodium
spp. Provides resource for data analysis and visualization in gene-by-gene or genome-wide
scale. PlasmoDB 5.5 contains annotated genomes, evidence of transcription, proteomics
evidence, protein function evidence, population biology and evolution data. Data can be
gueried by selecting from query grid or drop down menus. Results can be combined with
each other on query history page. Search results can be downloaded with associated
functional data and registered users can store their query history for future retrieval or
analysis.Key community database for malaria researchers, intersecting many types of
laboratory and computational data, aggregated by gene.

Synonyms: PlasmoDB, Plasmodium Genomics Resource, PlasmoDB 5.5, Plasmodium
genome-resource

Resource Type: data repository, storage service resource, data access protocol, service
resource, database, software resource, data or information resource, data analysis service,
web service, production service resource, analysis service resource

Defining Citation: PMID:18957442

Keywords: Functional, genomic, database, malaria, parasite, data, analysis, visualization,
gene, genome, annotation, transcription, proteomics, protein, evolution, FASEB list

Related Condition: malaria

Funding Agency: NIAID



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_013331/resolver
http://PlasmoDB.org
https://pubmed.ncbi.nlm.nih.gov/18957442

Resource Name: PlasmoDB
Resource ID: SCR_013331

Alternate IDs: nif-0000-03314, SCR_017665

Ratings and Alerts
No rating or validation information has been found for PlasmoDB.

No alerts have been found for PlasmoDB.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1038 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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