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Proper Citation

HTPSELEX (RRID:SCR_013164)

Resource Information

URL: http://www.isrec.isb-sib.ch/htpselex/

Proper Citation: HTPSELEX (RRID:SCR_013164)

Description: The HTPSELEX database contains sets of in vitro selected transcription factor 
binding site sequences obtained via a high-throughput SELEX (HTPSELEX) method. In 
addition, the database also contains binding sites obtained with conventional SELEX 
method. The database hosts 12 individual Selex libraries for the transcription factors 
CTF/NF1 and LEF/TCF families totaling more than 40,000 sites. In addition we also have 
manually curated SELEX datasets from the literature for 25 different transcription factors.

Synonyms: HTPSELEX

Resource Type: database, data or information resource

Keywords: selex, transcription, transcription factor

Funding:

Resource Name: HTPSELEX

Resource ID: SCR_013164

Alternate IDs: nif-0000-02989

Record Creation Time: 20220129T080314+0000

Record Last Update: 20250412T055713+0000

Ratings and Alerts

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_013164/resolver
http://www.isrec.isb-sib.ch/htpselex/


No rating or validation information has been found for HTPSELEX.

No alerts have been found for HTPSELEX.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We have not found any literature mentions for this resource.

https://scicrunch.org/scicrunch/about/sources/nlx_144509-1

