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Type: Tool

Proper Citation

Trinity (RRID:SCR_013048)

Resource Information

URL.: http://trinityrnaseq.sourceforge.net/

Proper Citation: Trinity (RRID:SCR_013048)

Description: Software for the efficient and robust de novo reconstruction of transcriptomes
from RNA-seq data.

Abbreviations: Trinity
Resource Type: software resource

Defining Citation: DOI:10.1038/nbt.1883

Keywords: bio.tools

Funding:

Resource Name: Trinity

Resource ID: SCR_013048

Alternate IDs: biotools:trinity, OMICS_01327

Alternate URLSs: https://bio.tools/trinity, https://sources.debian.org/src/trinityrnaseq/
Record Creation Time: 20220129T080314+0000

Record Last Update: 20250410T070327+0000

Ratings and Alerts



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_013048/resolver
http://trinityrnaseq.sourceforge.net/
https://dx.doi.org/10.1038/nbt.1883

No rating or validation information has been found for Trinity.

No alerts have been found for Trinity.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 8799 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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Gomaa F, et al. (2025) Array of metabolic pathways in a kleptoplastidic foraminiferan protist
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expectancy in dogs. Molecules and cells, 48(1), 100162.
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outbreaks on multiple fox farms, China, 2023. Emerging microbes & infections, 14(1),
2447610.

Hsieh LC, et al. (2025) Transcriptomic and enzymatic analysis of peroxidase families at the
early growth stage of halophyte ice plant (Mesembryanthemum crystallinum L.) under salt
stress. Botanical studies, 66(1), 5.

Liu S, et al. (2025) Chromosome-level genome assembly and annotation of Japanese
anchovy (Engraulis japonicus). Scientific data, 12(1), 134.

Wang M, et al. (2025) Molecular Mechanisms Underlying Substance Transport, Signal
Transduction, and Anti-Stress Regulation, as Well as Anti-Alkaline Regulation via Bursicon in
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Biology, 14(1).
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piceus using Nanopore and Hi-C technologies. Scientific data, 12(1), 145.
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23(1), 6.

Li N, et al. (2025) Chromosome-scale genome assembly of three-spotted seahorse
(Hippocampus trimaculatus) with a unique karyotype. Scientific data, 12(1), 49.
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