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TopHat

RRID:SCR_013035
Type: Tool

Proper Citation

TopHat (RRID:SCR_013035)

Resource Information

URL.: http://ccb.jhu.edu/software/tophat/index.shtml

Proper Citation: TopHat (RRID:SCR_013035)

Description: Software tool for fast and high throughput alignment of shotgun cDNA
seqguencing reads generated by transcriptomics technologies. Fast splice junction mapper for
RNA-Seq reads. Aligns RNA-Seq reads to mammalian-sized genomes using ultra high-
throughput short read aligner Bowtie, and then analyzes mapping results to identify splice
junctions between exons.TopHat2 is accurate alignment of transcriptomes in presence of
insertions, deletions and gene fusions.

Synonyms: tophat, TopHatl, Tophat2

Resource Type: alignment software, sequence analysis software, data processing software,
image analysis software, software resource, software application, data analysis software

Defining Citation: PMID:23618408, PMID:19289445, DOI:10.1093/bioinformatics/btp120

Keywords: align, RNA-Seq, read, cDNA, sequencing, transcriptomics, fast, splice, junction,
mapper, exon, analysis, bio.tools

Funding: NHGRI R01 HG006102;
NHGRI R01 HG006677

Availability: Free, Available for download, Freely available
Resource Name: TopHat

Resource ID: SCR_013035



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_013035/resolver
http://ccb.jhu.edu/software/tophat/index.shtml
https://pubmed.ncbi.nlm.nih.gov/23618408
https://pubmed.ncbi.nlm.nih.gov/19289445
https://dx.doi.org/10.1093/bioinformatics/btp120

Alternate IDs: biotools:tophat, OMICS 01257

Alternate URLSs: https://github.com/infphilo/tophat, https://bio.tools/tophat,
https://sources.debian.org/src/tophat/

Old URLSs: http://tophat.cbcb.umd.edu/
License: Boost Software License 1.0
Record Creation Time: 20220129T080313+0000

Record Last Update: 20250412T055711+0000

Ratings and Alerts
No rating or validation information has been found for TopHat.

No alerts have been found for TopHat.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 9281 mentions in open access literature.

Listed below are recent publications. The full list is available at FD| Lab - SciCrunch.org.
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Marchand V, et al. (2025) Monocytes generated by interleukin-6-treated human
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iScience, 28(1), 111522.
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