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Proper Citation

miRecords (RRID:SCR_013021)

Resource Information

URL.: http://cl.accurascience.com/miRecords/

Proper Citation: miRecords (RRID:SCR_013021)

Description: A resource for animal miRNA-target interactions consisting of the Validated
Targets component, a large, high-quality database of experimentally validated miRNA
targets resulting from meticulous literature curation, and the Predicted Targets component,
an integration of predicted miRNA targets produced by 11 established miRNA target
prediction programs. April 27, 2013, the Validated Targets component of miRecords hosts
2705 records of interactions between 644 miRNAs and 1901 target genes in 9 animal
species. Among these records, 2028 were curated from low throughput experiments. The
Predicted Targets component of mIRecords integrates the predicted targets of the following
MIRNA target prediction tools: DIANA-microT, Microlnspector, miRanda, MirTarget2,
miTarget, NBmiRTar, PicTar, PITA, RNA22, RNAhybrid, and TargetScan/TargertScanS. We
would be glad to include your experimentally validated miRNA target data (published or
unpublished) into miRecords.

Abbreviations: miRecords

Resource Type: data repository, data or information resource, storage service resource,
service resource, database

Defining Citation: PMID:18996891

Keywords: FASEB list
Funding:

Availability: The community can contribute to this resource
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http://c1.accurascience.com/miRecords/
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Resource Name: miRecords

Resource ID: SCR_013021

Alternate IDs: OMICS_ 00405

Alternate URLSs: https://omictools.com/mirecords-tool
Old URLSs: http://mirecords.umn.edu/miRecords/
Record Creation Time: 20220129T080313+0000

Record Last Update: 20250421T053917+0000

Ratings and Alerts
No rating or validation information has been found for miRecords.

No alerts have been found for miRecords.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 438 mentions in open access literature.

Listed below are recent publications. The full list is available at FD| Lab - SciCrunch.org.
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