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Proper Citation

HOMD (RRID:SCR_012770)

Resource Information

URL: http://www.homd.org/index.php

Proper Citation: HOMD (RRID:SCR_012770)

Description: THIS RESOURCE IS NO LONGER IN SERVICE.Documented on April
14,2022. Database of comprehensive information on the approximately 600 prokaryote
species that are present in the human oral cavity. The majority of these species are
uncultivated and unnamed, recognized primarily by their 16S rRNA sequences. The HOMD
presents a provisional naming scheme for the currently unnamed species so that strain,
clone, and probe data from any laboratory can be directly linked to a stably named reference
entity. The HOMD links sequence data with phenotypic, phylogenetic, clinical, and
bibliographic information. Full and partial oral bacterial genome sequences determined as
part of this project and the Human Microbiome Project, are being added to the HOMD as
they become available. HOMD offers easy to use tools for viewing all publicly available oral
bacterial genomes. Data is also downloadable.

Abbreviations: HOMD
Synonyms: Human Oral Microbiome Database
Resource Type: data or information resource, database

Defining Citation: PMID:20624719, PMID:20656903

Keywords: taxon, genome, 16s rna, sequence, actinobacteria, bacteroidetes, chlamydiae,
chloroflexi, euryarchaeota, firmicutes, fusobacteria, proteobacteria, spirochaetes, srl,
synergistetes, tenericutes, tm7, nomenclature, naming scheme, human, FASEB list

Funding: NIDCR ;
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DOE contract U0O1 DE016937;
DOE DE016937;
DOE DE015847;
DOE DE017106

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: HOMD

Resource ID: SCR_012770

Alternate IDs: nIx_22198

Record Creation Time: 20220129T080312+0000

Record Last Update: 20250507T060851+0000

Ratings and Alerts
No rating or validation information has been found for HOMD.

No alerts have been found for HOMD.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 137 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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