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FINDbase Worldwide

RRID:SCR_012744
Type: Tool

Proper Citation

FINDbase Worldwide (RRID:SCR_012744)

Resource Information

URL.: http://www.findbase.org

Proper Citation: FINDbase Worldwide (RRID:SCR_012744)

Description: FINDbase Worldwide is an online repository of information about the frequency
of different mutations leading to inherited disorders in various populations around the globe.
Frequency data about 32 disorders, 25 genes within 98 populations covering 1226 mutations
is now available. 28 curators worldwide contributed to this database containing data from 37
submissions.

Synonyms: FINDbase
Resource Type: database, data or information resource

Keywords: genetic disorder, human mutation, inherited disorder, mutation pathogenesis,
bio.tools

Funding:

Resource Name: FINDbase Worldwide
Resource ID: SCR_012744

Alternate IDs: biotools:findbase, nif-0000-02838
Alternate URLSs: https://bio.tools/findbase
Record Creation Time: 20220129T080312+0000

Record Last Update: 20250412T055706+0000



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_012744/resolver
http://www.findbase.org

Ratings and Alerts
No rating or validation information has been found for FINDbase Worldwide.

No alerts have been found for FINDbase Worldwide.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 12 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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