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SearchGUI

RRID:SCR_012054
Type: Tool

Proper Citation

SearchGUI (RRID:SCR_012054)

Resource Information

URL.: https://code.google.com/p/searchgui/

Proper Citation: SearchGUI (RRID:SCR_012054)

Description: Software providing a user-friendly, lightweight and open-source graphical user
interface for configuring and running the freely available OMSSA and X!Tandem search
engines simultaneously.

Resource Type: software resource

Defining Citation: PMID:21337703

Keywords: mac os x, unix/linux, windows
Funding:

Availability: Apache License

Resource Name: SearchGUI

Resource ID: SCR_012054

Alternate IDs: OMICS 03352

Record Creation Time: 20220129T080308+0000

Record Last Update: 20250410T070228+0000

Ratings and Alerts



https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_012054/resolver
https://code.google.com/p/searchgui/
https://pubmed.ncbi.nlm.nih.gov/21337703

No rating or validation information has been found for SearchGUI.

No alerts have been found for SearchGUI.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 145 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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18(4), e0012057.

Kruk ME, et al. (2024) An integrated metaproteomics workflow for studying host-microbe
dynamics in bronchoalveolar lavage samples applied to cystic fibrosis disease. mSystems,
9(7), e0092923.
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controls condensation of a cellular stress marker. Proceedings of the National Academy of
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reproducible and FAIR analysis of microbial data. bioRxiv : the preprint server for biology.
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