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Proper Citation

WebMGA (RRID:SCR_011951)

Resource Information

URL: http://weizhong-lab.ucsd.edu/metagenomic-analysis/

Proper Citation: WebMGA (RRID:SCR_011951)

Description: A customizable web server for fast metagenomic analysis.

Abbreviations: WebMGA

Resource Type: production service resource, service resource, analysis service resource, 
data analysis service

Funding:

Resource Name: WebMGA

Resource ID: SCR_011951

Alternate IDs: OMICS_01524

Record Creation Time: 20220129T080307+0000

Record Last Update: 20250412T055604+0000

Ratings and Alerts

No rating or validation information has been found for WebMGA.

No alerts have been found for WebMGA.

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_011951/resolver
http://weizhong-lab.ucsd.edu/metagenomic-analysis/


Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 195 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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e0428623.

Haidar R, et al. (2024) Two Paenibacillus spp. strains promote grapevine wood degradation 
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Scientific reports, 14(1), 15779.

Zerouki C, et al. (2023) Whole-genome sequence and mass spectrometry study of the snow 
blight fungus Phacidium infestans (Karsten) DSM 5139 growing at freezing temperatures. 
Molecular genetics and genomics : MGG, 298(6), 1449.

Del Campo EM, et al. (2023) Comparative Transcriptomic and Proteomic Analyses Provide 
New Insights into the Tolerance to Cyclic Dehydration in a Lichen Phycobiont. Microbial 
ecology, 86(3), 1725.
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endosymbiotic chemoautotrophic bacteria: Insights from multi-omics analysis. Zoological 
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Chen CL, et al. (2022) Sexual Crossing, Chromosome-Level Genome Sequences, and 
Comparative Genomic Analyses for the Medicinal Mushroom Taiwanofungus Camphoratus 
(Syn. Antrodia Cinnamomea, Antrodia Camphorata). Microbiology spectrum, 10(1), 
e0203221.
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