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CLC Genomics Workbench (RRID:SCR_011853)

Resource Information

URL: http://www.clcbio.com/products/clc-genomics-workbench/

Proper Citation: CLC Genomics Workbench (RRID:SCR_011853)

Description: Commercially available software for visualization and analysis of next 
generation sequencing data. Used for viewing, exploring, and sharing of NGS analysis 
results. Complete toolkit for genomics, transcriptomics, epigenomics, and metagenomics in 
one program.

Resource Type: data visualization software, software resource, software application, data 
analysis software, data processing software

Keywords: ngs, next, generation, sequencing, gene, rna, visualisation, analysis

Funding:

Availability: Restricted

Resource Name: CLC Genomics Workbench

Resource ID: SCR_011853

Alternate IDs: SCR_016245, OMICS_01124

License: Commercial license

Record Creation Time: 20220129T080307+0000

Record Last Update: 20250425T055845+0000

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_011853/resolver
http://www.clcbio.com/products/clc-genomics-workbench/


Ratings and Alerts

No rating or validation information has been found for CLC Genomics Workbench.

No alerts have been found for CLC Genomics Workbench.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 173 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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Onuma K, et al. (2024) Bardoxolone methyl prevents metabolic dysfunction-associated 
steatohepatitis by inhibiting macrophage infiltration. British journal of pharmacology, 181(15), 
2545.

Sprenger M, et al. (2024) Small RNAs direct attack and defense mechanisms in a quorum 
sensing phage and its host. Cell host & microbe, 32(5), 727.
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gut microbiome in GI-symptomatic children with autism spectrum disorder. American journal 
of physiology. Gastrointestinal and liver physiology, 327(2), G217.

Kitt EM, et al. (2023) Genotypic investigation of a rotavirus cluster at a quaternary-care 
pediatric hospital. Infection control and hospital epidemiology, 44(10), 1680.

Chapagain P, et al. (2023) Dual RNA-Seq of Flavobacterium psychrophilum and Its Outer 
Membrane Vesicles Distinguishes Genes Associated with Susceptibility to Bacterial Cold-
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12(3).
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interactions in a murine intact skin infection model. Cell reports, 42(11), 113332.
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Developed Type 1 Diabetes or Inflammatory Bowel Diseases. International journal of 
molecular sciences, 24(9).
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antimicrobial proteins, 15(2), 215.
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