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Walter and Eliza Hall Institute of Medical Research:;
Victoria; Australia

RRID:SCR_011773
Type: Tool

Proper Citation

Walter and Eliza Hall Institute of Medical Research; Victoria; Australia (RRID:SCR_011773)

Resource Information

URL.: http://www.wehi.edu.au/

Proper Citation: Walter and Eliza Hall Institute of Medical Research; Victoria; Australia
(RRID:SCR_011773)

Description: Medical research institute in Australia that researches and develops treatments
for cancer, infectious diseases and chronic inflammatory diseases.

Abbreviations: WEHI

Synonyms: Walter and Eliza Hall Institute of Medical Research, Walter and Eliza Hall
Institute

Resource Type: institution

Funding:

Resource Name: Walter and Eliza Hall Institute of Medical Research; Victoria; Australia
Resource ID: SCR_011773

Alternate IDs: Wikidata: Q7966487, nlx_157660, grid.1042.7

Alternate URLSs: https://ror.org/01b6kha49

Record Creation Time: 20220129T080306+0000

Record Last Update: 20250420T014559+0000
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Ratings and Alerts

No rating or validation information has been found for Walter and Eliza Hall Institute of
Medical Research; Victoria; Australia.

No alerts have been found for Walter and Eliza Hall Institute of Medical Research; Victoria;
Australia.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 9 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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Almuslehi MSM, et al. (2022) Histological and Top-Down Proteomic Analyses of the Visual
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Jones DC, et al. (2016) Allele-specific recognition by LILRB3 and LILRAG6 of a cytokeratin 8-
associated ligand on necrotic glandular epithelial cells. Oncotarget, 7(13), 15618.

Lesterlin C, et al. (2014) RecA bundles mediate homology pairing between distant sisters
during DNA break repair. Nature, 506(7487), 249.
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207.
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