Resource Summary Report

Generated by FDI Lab - SciCrunch.org on Apr 26, 2025

Japan Science and Technology Agency

RRID:SCR_011327
Type: Tool

Proper Citation

Japan Science and Technology Agency (RRID:SCR_011327)

Resource Information

URL: http://www.jst.go.jp/EN/index.html

Proper Citation: Japan Science and Technology Agency (RRID:SCR_011327)

Description: Japanese government agency which aims to build infrastructure that supports
knowledge creation and dissemination in Japan.

Abbreviations: JST

Synonyms: Japan Science and Technology, JST - Japan Science Technology Agency
Resource Type: institution

Keywords: Government granting agency

Funding:

Resource Name: Japan Science and Technology Agency

Resource ID: SCR_011327

Alternate IDs: ISNI: 0000 0004 1754 9200, Crossref funder ID: 501100002241,
grid.419082.6, nIx_149456

Alternate URLSs: https://ror.org/00097mb19
Record Creation Time: 20220129T080303+0000

Record Last Update: 20250420T014533+0000
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Ratings and Alerts

No rating or validation information has been found for Japan Science and Technology
Agency.

No alerts have been found for Japan Science and Technology Agency.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 54 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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