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Proper Citation

HARSH (RRID:SCR_010792)

Resource Information

URL: http://genetics.cs.ucla.edu/harsh/

Proper Citation: HARSH (RRID:SCR_010792)

Description: Software that provides a method to infer the haplotype using haplotype 
reference panel and high throughput sequencing data.

Abbreviations: HARSH

Synonyms: HAplotype inference using Reference and Sequencing tecHnology

Resource Type: software resource

Keywords: bio.tools

Funding:

Resource Name: HARSH

Resource ID: SCR_010792

Alternate IDs: OMICS_00199, biotools:harsh

Alternate URLs: https://bio.tools/harsh

Record Creation Time: 20220129T080300+0000

Record Last Update: 20250410T070021+0000

Ratings and Alerts

https://scicrunch.org/scicrunch
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_010792/resolver
http://genetics.cs.ucla.edu/harsh/


No rating or validation information has been found for HARSH.

No alerts have been found for HARSH.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 14 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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interface. Journal of biological methods, 8(2), e150.

Al-Maqdi KA, et al. (2021) Challenges and Recent Advances in Enzyme-Mediated 
Wastewater Remediation-A Review. Nanomaterials (Basel, Switzerland), 11(11).

Chen J, et al. (2021) Diversity increases yield but reduces harvest index in crop mixtures. 
Nature plants, 7(7), 893.

Ullah R, et al. (2021) Understanding Variations in the Tracking and Erosion Performance of 

https://scicrunch.org/scicrunch/about/sources/nlx_144509-1
https://scicrunch.org/scicrunch/data/record/nlx_144509-1/SCR_010792/resolver/mentions
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