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Proper Citation

METLIN (RRID:SCR_010500)

Resource Information

URL.: http://metlin.scripps.edu/

Proper Citation: METLIN (RRID:SCR_010500)

Description: A public repository of metabolite information as well as tandem mass
spectrometry data is provided to facilitate metabolomics experiments. It contains structures
and represents a data management system designed to assist in a broad array of metabolite
research and metabolite identification. An annotated list of known metabolites and their
mass, chemical formula, and structure are available. Each metabolite is linked to outside
resources for further reference and inquiry. MS/MS data is also available on many of the
metabolites.

Abbreviations: METLIN

Synonyms: Metabolite and Tandem MS Database (METLIN), METLIN Metabolite Database,
Metabolite and Tandem MS Database

Resource Type: database, data or information resource

Defining Citation: PMID:16404815

Keywords: metabolite, tandem, mass spectrometry, metabolomics, mass, chemical formula,
structure, FASEB list

Funding:
Availability: Public, Non-commercial, Commercial with written authorization

Resource Name: METLIN
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Resource ID: SCR_010500
Alternate IDs: nlx_158116
Record Creation Time: 20220129T080259+0000

Record Last Update: 20250412T055513+0000

Ratings and Alerts
No rating or validation information has been found for METLIN.

No alerts have been found for METLIN.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1905 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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Metabolites, 15(1).
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