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Proper Citation

llumina (RRID:SCR_010233)

Resource Information

URL: http://www.illumina.com/

Proper Citation: lllumina (RRID:SCR_010233)

Description: American company incorporated that develops, manufactures and markets

integrated systems for the analysis of genetic variation and biological function. Provides a
line of products and services that serve the sequencing, genotyping and gene expression
and proteomics markets. Its headquarters are located in San Diego, California.

Abbreviations: lllumina, Inc.
Synonyms: Inc., lllumina
Resource Type: commercial organization

Keywords: Commercial, organization, develope, manufacture, system, analysis, genetic,
sequencing, genotyping, gene, expression, proteomic

Funding:

Resource Name: lllumina

Resource ID: SCR_010233

Alternate IDs: nlx_156846, grid.185669.5, Wikidata: Q2068984, ISNI: 0000 0004 0507 3954
Alternate URLSs: https://ror.org/05k34t975

Record Creation Time: 20220129T080257+0000
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Record Last Update: 20250420T014457+0000

Ratings and Alerts
No rating or validation information has been found for Illumina.

No alerts have been found for lllumina.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 2200 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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