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Proper Citation

SPLAT (RRID:SCR_009411)

Resource Information

URL.: http://www.joslinresearch.org/LabSites/Krolewski/splat/

Proper Citation: SPLAT (RRID:SCR_009411)

Description: Software application that can calculate virtually any linkage test statistic under
several sib pair study designs: affected, discordant, unaffected, and pairs defined by
threshold values for quantitative traits, such as extreme discordant sib pairs. It uses the EM
algorithm to compute maximum likelihood estimates of sharing (subject to any user-specified
domain restrictions or null hypotheses) and then plots lod scores versus chromosomal
position. It includes a novel grid scanning capability that enables simultaneous visualization
of multiple test statistics. Phenotype definitions can be modified without recalculating
inheritance vectors, thereby providing considerable analytical flexibility. (entry from Genetic
Analysis Software)

Abbreviations: SPLAT
Synonyms: Sib Pair Linkage Analysis Testing
Resource Type: software resource, software application

Keywords: gene, genetic, genomic, c++, qt, unix, sunos, linux, macos, ms-windows,
(2000/xp)

Funding:
Resource Name: SPLAT

Resource ID: SCR_009411
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Alternate IDs: nix_154658
Record Creation Time: 20220129T080252+0000

Record Last Update: 20250411T055326+0000

Ratings and Alerts
No rating or validation information has been found for SPLAT.

No alerts have been found for SPLAT.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 18 mentions in open access literature.

Listed below are recent publications. The full list is available at FDI Lab - SciCrunch.org.
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